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•  2003	
  Human	
  Genome	
  Project	
  completed	
  aBer	
  13	
  years	
  

•  Sanger-­‐based	
  sequencing	
  (average	
  read	
  length=500-­‐600	
  
bases):	
  6-­‐fold	
  coverage	
  

•  454	
  sequencing	
  (average	
  read	
  length=300-­‐400	
  bases):	
  10-­‐fold	
  
coverage	
  

•  Illumina	
  and	
  SOLiD	
  sequencing	
  (average	
  read	
  length=50-­‐100	
  
bases):	
  30-­‐fold	
  coverage	
  

www.genome.gov/sequencingcosts	
  

>1TB/user	
  possible	
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